C1q but not mannose-binding lectin (Mbl-2) gene polymorphisms are associated with type 2 diabetes in the genetically homogeneous population of the island of Crete in Greece.
To investigate the role of mannose-binding lectin 2 (MBL2) and C1q gene polymorphisms on the susceptibility to type 2 diabetes (T2D), that may contribute to increased risk of infections in the genetically homogeneous Greek population of the island of Crete. Ninety five patients with T2D and 333 healthy controls, all local Cretans were genotyped for the MBL-2 rs11003125 (C>G) and C1q rs292001 (G>A) single-nucleotide polymorphisms (SNPs) by the restriction fragment length polymorphism approach. The A/A genotype and the minor allele A of C1q SNP (P=0.0001 in both cases) were observed more frequently in T2D than in healthy controls. In contrast, the minor allele G of the rs11003125 MBL2 gene did not show any statistically significant difference between T2D patients and controls. The present study represents the first attempt to implicate the role of MBL2 and C1q gene polymorphisms in the susceptibility to T2D. The study has shown that the rs292001 C1q but not the rs11003125 MBL2 SNP are associated with increased risk for T2D susceptibility in the Cretan population.